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Natural killer cells (NK cells) are lymphocytes,
the role of which is to discover and lyse malignant
cells, e.g. cancer cells or cells infected by viruses.
This work is aimed at a class of NK receptors, i.e.
receptors on the surface of NK cells, which have
C-type lectin-like fold (CTL fold, [1]). The role
of NK receptors with CTL fold is to mediate the
contact with other cells: NK receptors with CTL
fold interact with protein ligands, which are of
the same, CTL, fold, and are located on surface
of partner cells. During recent years, we have
solved structures of several receptors/ligands
with CTL fold (high resolution structure of human
CD69 [2], mouse NKR-P1A [3, 4], mouse Clr-g
[5]), and other structures are in progress. These
structures inspire us to study 1) The CTL fold
itself, its characteristics and variability, 2) Types
of oligomerization of CTL receptors and ligands,
and 3) Rules of formation of CTL receptor-ligand
complexes. It was found that the dimerization
mode of CTL proteins is very variable, while
complexation of structurally known CTL protein-
protein complexes happens via the same surface
area of monomers, i.e. always by the part distal
from the N- and C-terminal region.
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