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Olex2[1] has by now become a firmly established complete package for small-molecule structure
determination. 13 years after its first appearance, there are many thousand users of this intuitive
packages and the core Olex2 paper has been cited nearly 5000 times.

Many of our users know and value Olex2 as an easy-to-use interface for various structure solution and
refinement packages, notably or course those from the ShelX suite of programs.
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Olex2 is packed full of features, many of which remain relatively unkown to the normal user. In this
presentation will provide an overview overview over the Many Faces of Olex2, concentrating on the
features that have been added more recently.

Everyday Olex2

Scripting Olex2: From Macros to Python

The CCTBX, SMTBX]2] and Olex2

Extension Modules for Olex2

Scientific Collaborations with Olex2: Hirshfeld Atom Refinement
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