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The Protein Data Bank (PDB) is the single global data resource for experimental biomacromolecular structure data (Berman

et al., 2003). The PDB archive is managed by the Worldwide Protein Data Bank (wwPDB; http://www.wwpdb.org)

organization through its partners: Research Collaboratory for Structural Bioinformatics Protein Data Bank (RCSB PDB,

http://rcsb.org), Biological Magnetic Resonance Bank (BMRB, http://bmrb.org), Protein Data Bank Japan (PDBj,

http://pdbj.org), and Protein Data Bank in Europe (PDBe, http://pdbe.org). Through this global collaboration, the wwPDB

has developed the OneDep platform for deposition, biocuration, and validation of 3D biological macromolecules

experimentally determined by X-ray crystallography, NMR spectroscopy, and 3D electron microscopy (Young et al., 2017). 

The content of validation reports produced by the OneDep system has been informed by recommendations from expert task

forces representing the respective experimental communities (http://wwpdb.org/task/validation-task-forces). These reports

include a variety of metrics useful in the assessment of the quality of the experimental data, the structural model, and the fit

between them. Validation reports are provided across the life cycle of a PDB structure entry. Prior to deposition, PDB

Depositors may access OneDep validation services using an anonymous stand-alone webserver and using a

programmatically accessible web-service. Following biocuration, the wwPDB validation report can be made available to

manuscript reviewers. wwPDB validation reports are released with each PDB entry and become a permanent part of the

archived structure deposition. Validation reports resident in the PDB archive are recalculated annually using the latest

validation tools and with updated comparative statistics. This talk with present an overview of the content of the wwPDB

reports along with a description of the available validation services. 
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