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Cholera is an ancient diarrheal disease that has its origins in the Ganges delta, and from there 
conquered the rest of the world. Epidemics occur particularly where disaster strikes, most 
recently in Yemen. Individuals with blood group O are at increased risk of severe symptoms  ̶ 
but why? We have recently contributed to solving this mystery with several high-resolution 
crystal structures in complex with blood group determinants1. Together with quantitative 
binding data from SPR analyses, they suggest a molecular mechanism for this phenomenon. 
They further suggest why breast-fed infants may be protected from the disease. For those 
individuals that are not so fortunate, there are currently three options: vaccinate, take 
antibiotics or count on your immune system, with a helping hand from oral rehydration 
solution (or intravenous fluids). We hope to soon add a fourth: cholera prophylactics2. 
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