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With the recent development of microcrystal handling, synchrotron microdiffraction beamline 

instrumentation and data analysis, microcrystal crystallography with crystal sizes of sub-10 

microns is appealing at synchrotrons. However, challenges remain in sample manipulation and 

data assembly for robust microcrystal synchrotron crystallography. Here we describe the 

development of micro-sized polyimide wellmounts for manipulation of microcrystals of a few 

microns and the implementation of a robust data analysis method for assembly of rotational 

microdiffraction datasets from many microcrystals. By progressively processing single-crystal 

datasets, by using a reference dataset, and by using iterative crystal and frame rejection, our data 

assembly procedure is quite robust. By combining these strategies, our method provides an 

attractive route for optimized microcrystal crystallography experiments at synchrotrons. Beyond 

this, our data assembly strategy may work equally well for microdiffraction from larger crystals. 

 


