
Supplementary Figure 1   Superposition of Cα-traces of the catalytic domains of several PTPs listed in 

Supplementary Table 1. HPTPβ-CD is shown as blue cartoon drawing, the rest of the phosphatases are 

shown as red ribbon traces. 

 

Supplementary Table 1   Similarity between PTPs of known structure 

 
Catalytic domain sequence 

Phosphatase 
PDB 

entry Identity (%) Similarity (%) 
C
α
 rmsd (Å) 

HPTPβ, our constructs in text 100 100 0.0-0.7 

HPTPβ (Ugochukwu et. al.) 2AHS 100 100 0.7 

LAR (human) 1LAR 43 61 1.0 

HePTP (human) 1ZC0 42 59 1.0 

PTPNR3 (human) 2B49 36 52 1.0 

PTPα-D1 (mouse) 1YFO 42 59 1.1 

PTPL1 (human) 1WCH 40 53 1.1 

SHP1 (human) 1B3O 40 55 1.1 

PTP1B (human) 1GFY 39 57 1.1 

PTPN5 (human) 1BIJ 39 54 1.1 

PTPN2 (human) 1L8K 38 59 1.2 



PTPα-D2 (mouse) 1P15 38 59 1.2 

PTPS1/BR7 (mouse) 1JLN 38 54 1.2 

PTPN14 (human) 2BZL 36 51 1.2 

PTPµ (human) 1RPM 44 59 1.3 

YopH (Yersinia) 1LYV 22 38 1.4 

SPTP (Salmonella) 1G4W 29 43 1.5 

PTEN (human) 1D5R 21 42 1.5 

PRL1 (human) 1X24 32 46 2.1 

 
 


