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Table 1.

PDB codes of RNA structures used for analysis of virtual parameters.

______________________________________________________________

157D 1A34 1A9N 1C0A 1C9S 1CSL 1D4R 1DFU 1DI2 1DQH 1DRZ 1DUQ 1EC6 1EHZ 1ET4

1F27 1F7U 1FEU 1FFY 1FUF 1G2E 1G2J 1GID 1GTF 1GTN 1GTR 1HQ1 1HR2 1I9X 1J1U

1J9H 1JBR 1JID 1JZV 1K8W 1KD5 1KFO 1L2X 1LNG 1LNT 1M5K 1M5O 1M8W 1MHK 1MJI

1MSY 1N35 1NLC 1NUJ 1OOA 1Q93 1Q96 1Q9A 1QBP 1QC0 1QCU 1QTQ 1R3E 1R3O 1RNA

1RPU 1SDS 1SJ3 1T0D 1T0E 1TFW 1U0B 1U8D 1UVJ 1WMQ 1WPU 1WSU 1X9C 1XP7 1XPE

1Y26 1Y27 1YHQ 1YVP 1YYK 1YZ9 1Z7F 1ZCI 1ZEV 1ZH5 1ZJW 1ZX7 255D 259D 280D

283D 2A0P 2A43 2AB4 2ANN 2ANR 2AO5 2ASB 2ATW 2B3J 2B57 2BGG 2BH2 2BS0 2BU1

2DR8 2DRA 2DXI 2ESJ 2EZ6 2F8K 2FD0 2FQN 2G32 2G3S 2G4B 2G92 2G9C 2GCS 2GDI

2GOZ 2HOJ 2HVY 2HW8 2I82 2J0S 2NZ4 2OE5 2OE8 353D 354D 397D 398D 402D 406D

409D 413D 418D 420D 430D 433D 438D 472D 
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Table 2.

PDB codes of DNA structures used for analysis of virtual parameters.
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111D 112D 113D 114D 115D 116D 118D 119D 122D 137D 144D 158D 159D 183D 187D

189D 194D 196D 197D 1A1H 1A1K 1A1V 1A2E 1A31 1A35 1A3Q 1A6Y 1A73 1AAY 1AIS

1AKH 1AM9 1AU7 1AWC 1B3T 1B72 1B8I 1B94 1BC7 1BC8 1BD1 1BDT 1BF4 1BG1 1BGB

1BL0 1BSU 1BUA 1BY4 1C8C 1CA5 1CDW 1CEZ 1CKQ 1CKT 1CL8 1CVY 1CW0 1CW9 1D02

1D16 1D1U 1D23 1D26 1D29 1D30 1D3R 1D3U 1D49 1D56 1D61 1D62 1D77 1D78 1D7Z

1D80 1D81 1D82 1D89 1D8G 1D8X 1D8Y 1D90 1D91 1D92 1D93 1D98 1D99 1D9R 1DA3

1DC0 1DC1 1DFM 1DMU 1DN9 1DNM 1DNZ 1DP7 1DPL 1DPN 1DSZ 1DU0 1DUX 1DVL 1E3M

1E3O 1EDR 1EGW 1EI4 1EMH 1EN3 1EN9 1ENN 1EON 1EOO 1ESG 1EWN 1EWQ 1F2I 1F44

1F4K 1F6O 1FJL 1FYL 1G2F 1G38 1G9Z 1GA5 1GD2 1GTW 1GU4 1GU5 1H6F 1H8A 1HCQ

1HCR 1HLV 1HQ7 1HWT 1I1P 1I3J 1I3W 1I6J 1I7D 1IAW 1IG7 1IGN 1IHH 1IKK 1ILC

1IXJ 1J1V 1J3E 1J59 1J8L 1JE8 1JES 1JEY 1JFT 1JGG 1JJ4 1JJ6 1JK1 1JK2 1JKO

1JKR 1JMC 1JNM 1JPQ 1JUX 1JX4 1JXL 1K3X 1K4T 1K61 1K78 1K79 1K8P 1KBU 1KF1

1KFS 1KGK 1KU7 1KX3 1KX5 1L1Z 1L3L 1L3S 1L6B 1LAT 1LE8 1LLM 1LMB 1LP7 1LQ1

1LV5 1M3Q 1M5R 1M5X 1M77 1MA7 1MEY 1MJ2 1MJM 1MJO 1MJQ 1MNM 1MNN 1MOW 1MUS

1MW8 1MWI 1N3E 1N4L 1N56 1N6J 1NFK 1NH2 1NJW 1NJX 1NK0 1NK4 1NK5 1NK6 1NK7

1NKP 1NLW 1NR8 1NVN 1NVP 1NVY 1OE4 1OFX 1OH6 1OMH 1ORN 1OWF 1OZJ 1P1Y 1P47

1P4Y 1P51 1P54 1P59 1P71 1P78 1PDN 1PER 1PFE 1PNN 1PO6 1PP7 1PUE 1PUF 1PUY

1PVP 1PWF 1QAJ 1QN3 1QN4 1QN5 1QN6 1QN7 1QN8 1QN9 1QNA 1QNB 1QNC 1QNE 1QPH

1QPI 1QPS 1QPY 1QRV 1QSL 1QSS 1QUM 1R0O 1R2Z 1R41 1R4O 1R71 1R7M 1R8E 1RH6

1RIO 1RM1 1RPE 1RRQ 1RXW 1RYS 1RZT 1S0O 1S1K 1S1L 1S23 1S2R 1S32 1S97 1SGS

1SK5 1SKM 1SKN 1SL1 1SM5 1SSP 1SUZ 1SXQ 1T2T 1T3N 1T7P 1T9I 1TC3 1TDZ 1TEZ

1TRO 1TRR 1TUP 1TX3 1U0C 1U1K 1U1P 1U1Q 1U1R 1U47 1U4B 1U8B 1UA1 1UBD 1UE2

1UE4 1UHY 1UUT 1V3N 1VAQ 1VE8 1VJ4 1W0T 1W0U 1WB9 1WD0 1WD1 1WQY 1WTE 1WTP

1WTV 1X9M 1XBR 1XC9 1XHV 1XJV 1XJX 1XO0 1XYI 1YA6 1YF3 1YO5 1YQK 1YQR 1YRM

1YRN 1YTB 1YZD 1Z7I 1ZEW 1ZEX 1ZEY 1ZF0 1ZF1 1ZF4 1ZF6 1ZF7 1ZF8 1ZF9 1ZFA

1ZFB 1ZFE 1ZFF 1ZFG 1ZG1 1ZG5 1ZJE 1ZME 1ZNS 1ZRF 1ZS4 1ZTW 1ZZJ 213D 218D

220D 232D 238D 249D 250D 253D 260D 265D 271D 281D 284D 285D 286D 287D 295D

2A07 2A66 2A7E 2AC0 2ADW 2AGQ 2AHI 2ANA 2AOQ 2AOR 2AQ4 2ASD 2ATA 2AVH 2AVJ

2AXY 2B0D 2B0E 2B1B 2B1C 2B1D 2B2B 2BDP 2BNW 2BOP 2BQ3 2C62 2C6Y 2C7A 2C7O

2C7P 2C7Q 2C7R 2C9L 2CGP 2D47 2D5V 2D94 2DDG 2DGC 2DLJ 2DPI 2DTU 2DYW 2ETW

2EUV 2EUW 2EUX 2EUZ 2EVF 2EVG 2EVH 2EVI 2EVJ 2EX5 2EZV 2F5O 2F5P 2F5S 2FII

2FIJ 2FJX 2FLD 2FMP 2FR4 2FVP 2FVR 2FVS 2G1P 2GB7 2GEQ 2GIG 2GIJ 2H05 2H27

2H7G 2HAP 2HBN 2HDD 2HEO 2HHS 2HHU 2HHV 2HR1 2HVI 2I0Q 2I13 2I3P 2I3Q 2I5S

2IMW 2IRF 2IS6 2ISZ 2ITL 2KFN 2NL8 2NLL 2NTC 2O1I 2OR1 2PVI 2RAM 2UP1 304D

306D 307D 318D 319D 326D 327D 334D 335D 337D 338D 339D 340D 342D 344D 348D

358D 363D 365D 368D 375D 378D 383D 395D 396D 399D 3ANA 3BAM 3CRX 3DNB 3HTS

3PVI 403D 414D 423D 431D 440D 454D 455D 456D 458D 467D 473D 474D 476D 477D

481D 4BDP 4CRX 6MHT 6PAX 9ANT 9DNA
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Table 3. 

Details of the positioning of RNA/DNA fragments. 

nNUT is the number of correctly located peaks, % is related percentage, nSID is the number of correctly positioned base fragments. nHEL is the number of connected fragments, nBAS is the number of connected bases, nCH is the number of the chains formed. mDPP is rmsd [Å] of all overlapped phosphorus atoms, nATO in the number atoms in the final model. Mask ienv=0
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Code

nNUT
%
nSID
nHEL
nBAS
nCH
mDPP
nATO
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116D

10
83
3
11
2
1
0.31
150


1DK1

38
67
1
39
0
4
0.48
488


1EHZ

63
83
19
62
18
5
0.31
931


1FFK

2105
74
124
2069
144
244
0.45
27438


1J5E

763
51
17
721
28
138
0.59
9614


1MME

2
2
0
16
0
4
0.64
217


1NLC

34
72
4
25
0
4
0.22
336


1QYL

4
57
4
6
4
1
0.26
109


1U9S

131
85
9
134
10
7
0.45
1739


335D

8
80
2
8
0
1
0.33
93


480D

25
93
14
25
12
1
0.19
413


EDEN1
37
80
12
34
10
4
0.26
518


EDEN2
15
33
6
7
2
2
0.60
114
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