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Antimicrobial resistance (AMR) is a worldwide health problem, which contributes to morbidity and mortality globally, and is 
aggravated by the lack of effective vaccines. Currently available antibiotics target essential pathways imposing selective pressure 
that favors resistance development, leading to the alarming spread of resistance to last-resort antibiotics such as colistin and 
vancomycin. This scenario is further aggravated by the lack of new drugs with novel mechanisms of action in the antibiotic pipeline. 
The most recent studies show that over 33.000 people die every year in the EU due to infections by antibiotic-resistant bacteria. The 
economic impact is also formidable: AMR costs in the EU alone is estimated to be 1.5 billion € per year, both in healthcare costs and 
productivity losses. Vaccination is unquestionably one of the most effective public health measures available. Structural vaccinology 
(SV) or structure-based antigen design is a rational approach that uses three-dimensional structural information to design novel and 
enhanced vaccine antigens. This strategy is crucial to the development of effective subunit antigens [1-3]. Examples of vaccine 
antigens developed at IBB will be given. 
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