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A revised version of Table 2 of Nanao et al. [J. Synchrotron Rad. (2022).29, 581-

590] is provided.

Some of the values reported in Table 2 of Nanao et al. (2022)
were found to be incorrect. The full correct table is shown

below.

Table 2

Data collection and refinement statistics.

Statistics for the highest-resolution shell are shown in parentheses. For the
MeshAndCollect data, the average cell edge and range are provided. A
refinement was not performed for these data.

Cubic insulin

Cubic insulin

helical MeshAndCollect
Wavelength (A) 0.873 0.873
No. of crystals 1 142
Resolution range (A) 39.28-1.203 32.07-1.750
(1.246-1.203) (1.80-1.75)

Space group 12,3 12,3
Unit cell

a, b, c(A) 78.50 78.47 (78.27-78.73)

a, B,y (°) 90 90

Total reflections
Unique reflections

2269388 (146102)
25126 (2395)

1257717 (95649)
15814 (1184)

Multiplicity 90.3 (58.7) 79.53 (80.78)
Completeness (%) 99.45 (95.30) 100 (99.7)
(Ila(1)) 30.66 (1.26) 25.48 (1.36)
Wilson B factor 17.03 13.18

Runeas 0.106 (2.697) 0.155 (4.143)
CCyp 1 (0.565) 1 (0.685)
Anomalous correlation (inner) 2 3

SigAno 0.816 0.842
Reflections used in refinement 23764 (1661) -
Reflections used for Ryce 1264 (89) -

Ryork 0.150 (0.297) -
Riree 0.164 (0.319) -
CCyork 0.952 -
CClree 0.948 -
No. of non-hydrogen atoms 457 -
Macromolecules 335 -
Solvent 122 -
Protein residues 50 -
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Table 2 (continued)

Cubic insulin
helical
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